. Human -globin transcription terminator sequence (1,363 bp). The splice acceptor site is shown in blue. The intronic region of the terminator is shown in italics. Three poly(A) sequences located at 320, 637, and 834 bp, respectively, from the start of the terminator sequence, are shown in red. The first AATAAA hexamer located at 320 bp is underlined and referred as the poly(A) site in this study. Figure S2 . Mutations in the active and inactivated terminator knock-in clones. (+1 to +1,100 from the transcription start site), Ig gene sequence is highlighted in gray, NotI site used for cloning the -globin terminator is shown by underlined nucleotides, poly(A) sequences (or mutations created to inactivate these) are marked in bold case, terminator sequence upstream of the first poly(A) site is in pink, terminator sequence downstream of poly(A) is in green, intron between IgL leader exon and terminator is shown in italics, splice donor site (AGGT) in the leader exon/intron border and acceptor site (AGCT) in the terminator region are shown in bold case, deletion mutations are indicated by *, and insertions are indicated by + followed by number of bp inserted. ssDNA patches in the terminator regions and location of C or G converted in the bisulfite analysis are shown as black bars. Figure S3 . Mutations in the active and inactivated terminator knock-in clones. (+1 to +1,100 from the transcription start site), Ig gene sequence is highlighted in gray, NotI site used for cloning the -globin terminator is shown by underlined nucleotides, poly(A) sequences (or mutations created to inactivate these) are marked in bold case, terminator sequence upstream of the first poly(A) site is in pink, terminator sequence downstream of poly(A) is in green, intron between IgL leader exon and terminator is shown in italics, splice donor site (AGGT) in the leader exon/intron border and acceptor site (AGCT) in the terminator region are shown in bold case, deletion mutations are indicated by *, and insertions are indicated by + followed by number of bp inserted. ssDNA patches in the terminator regions and location of C or G converted in the bisulfite analysis are shown as black bars 
